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TITLE CI 
AT./'AT' 



: L \ii t Ya o - Z Lor. a 
Haw \<i<-r, UacL 

md/fnt:om: a nov? 



FAT import INC 



■I UMBER 



SEQUENCES 



1 1 



(iv) COMPUTE R READABLE FORM: 

(A) MEDIUM TYPE: ET jppy disk 

(B) DOMINTER: IBM PI compatible 

(ED OPE FATING SYSTEM: PC-DOS/MS-DOS 

(Dm SOFTWARE: ?a:en:In Release #1.0, Version #1.25 



A-RFDT /" PPLICAT' A 'DATA : 
(A; APFLICATI )N MUMPER: 09/516,310 
OA FIFING DAIE: 23)0-00-01 
(C: CLASSIFICATION: 



Dud ATTORNEY/AGENT I NFOI .MAT I ON : 

;a; NAME: PeroyTian, David G . 

NO REGISTRAT DON NUMBER: 31,438 

AO: FEFFRENCE/POOK1 T NUMBER: 22000 . 0021U2 

{ ix) TE] UNCOMMON I CAT TON INFORMATION: 
:A} TELEPHONE: 4 3 4/ h88-0" ? 70 
' B ) TELEFAX: 4 1 4 D OcP - 9 8 8 0 

(2) IN FORMAT TON FDR SEQ ID NC : 1 : 

( O SEQUENCE IHARAOTETOM IOCS : 

CD) LENGTH: 2d ariir.o acids 
( B ; TYPE: amr.o acid 
(CO STFA/NDEDNESS : single 
( D) TOPOLOGY: iMear 



MOLECULE TYPE: peptide 



(ii:. ; HYPOTHETICAL: NO 

( i :D FEATURE : 

(A) NAME/KEY: Pep!, i ae 
( B ; LOCATION : 1 . \ 1 6 

(Di OTHER I NFC RMATION: /label= a 

/not. e = "Signal peptide amino acid sequence of 



(1:0 FEATURE: 

(A) NAME/KEY: Peptide 
(B; LOCATION: 1 7 . 1 9 
( D; DTHEF INFORMATION : 
/oca-- "Soacer 



. Or e i ; 

r e a : on " 



DO CAT ; 



' . e . ■ 
; a a " 



.La A±a va.i Al 



' o A i. a -m i s<-u 



ci AJa A, a A so 0.1. n A^; 



[-AO: Pr r; 



SECAJEN ::E CHARACTERISTICS : 
(A) LENCTH: 7 amirn.. acids 
(E ) TYPE : amin- ac d 
(Ci 3TFAAE TDNESS: :■ ingle 
AY : 1 i nea r 



( n i toe-< 

(ii. ) MOLEC'JSE 



1 : j:ept: in 



■ x ; 



, :-C;,t 
A H EE 



(xi ) se sues ;e : 

Asn Tvr h'/.~ L - . 



ON : I . . 7 

INFORMATION: ,Alabel.= a 

*: e = : " N u c ] e a r localization s e qu e n c 

SOFA FT ICE : SEA I c NO : 2 : 

Pre Lys ijeu 



(2) INFORMATION FIT SEA ID NS:3: 

( i ) S E , Q 0 E N ( .: E ■ A i AAA. C TERI S T ICS: 

»A) TEN :A : 2 *j ami :o > ac... (is 
' Jr. ! TYPE: -^lino aci 1 
; C , NTAANi SDNESS : s ..nglc 
( S" TSP1S( ;Y: linear 



( ii ) MGLECEL 



pept.L ie 



" .i \. i lj r . r : 

(7. NAME EE Y : Peptise 

(E ST : AT ASN: 1 . . 16 

([) (ST HIT- ■ NES'RMAT !■' 'N : iiabel= a 

OA e= "oiqrrA peptide amino acid seauence of 
K-E ^E" 



(P : POTATO N: PS . 1 ' 
(['; AT HEF: OJEARMATI iN: /'label = 
,'n: ' e- ST. reqion" 



( a; NAIT 



-opt.i. .;e 



' . ; . I P '- M >'-1 P * \ 0 ;\ C::/*.o./^ , n.: v . ; S .AD : 

' A ; I.ENOCH: P- a-Oru; a::d:-: 

0 0 'i'YPK : ^r,! ivx u :: -1 u 

■'" ; S T R A ! J C E D! ' E S S : s : uul o 
' [A TPMOLODY : liooar 

i.ij MOLECULE TYPE: peptide 

.ix) FEATURE: 

■ A) NAME/FEY; Peptide 

1 B i LOCAL I ON : 1 . . i 6 

■Pi OTHER INFORMATION: /label- a 

O;oxe = "Si qnjl pop true art Loo 
P-FOF" 

■ iz) FEATURE: 

i P. ) NAMO/I'EY: Peptiic 

■ P. ! FoCATJ ON: 1 "A .13 

in OiHrM INFORMATION: /iabej- h 
Oaote = "Spacer rugiun " 



< A i NAME / FEY : Pept i io 

: P :■ LOCAL I ON : 2 0 ..26 

ipi OIHER INFORMATION: /label- c 

'riC'ie= "Nuclear localization sequence of aFGF" 

(ix; FEATURE: 

: P. ;• NAMP/?OFf : Pert i A- 
i B i LOCATION : 26 . . 2 3 
P, OTHER INFORMATION: /label a 
'nc'te= "Epitope tag" 

( ;•: i ) SEQUENCE DESCRIPTION: SEQ IP NO : 4 : 

Ala Ala Va I Ala Leu Leu Pro Ala 7a 1 Leo Lou Ala Leu Lou Ala 

1 5 in 11 

Ala Ala Ala A sr. Tyr Lys Fys Pro Lys Lou Mot Pro 



CON FOR SEQ ID NO: : 



( i ) SEQUENCE CHARACTER! ST I OS : 

■A) LFN OF : 16 a^;-: acids 
•', B } TYPE: amino doid 
00 STRANPEPNFSS : :u:, ]P; 
( 10 TO POLO 2Y : 1 Lnear 

11 ; MOLECULE TYPE: peptide 



[ ;AM:l / Kr.Y : Pep t i do 

OTHER INFORMATION : / label 
/'uo t o = " S i u a I o ~ ■ : ' . : 



ne'I-mati: ,:i 



A) PEN G TP : 1 orr.ino ; G r 

P ; TYPE : am: - - a e ; : 

OP. 0 GRANDE DDES G : o Go C e 

D) TOPOLOGY: linear 



(ii) MOLECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID DO : 6 : 

Ala Ala Val Ala Lou Leu Pro Ala 1 
1 1 



Lou 



;iy M<= 

3: 



2 0 
Pho 



Pro Aon Aoo 



j_ie Ala Pea Per 
40 



3 0 



INFORMATION FOR SEQ IP NO: 7: 

'I) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 amino acids 
( E) TYPE: amino acid 
(C) STRANDEDNESS : s i.nqie 
( .0 3 O PC' LOGY : linear 

(.1.1) MOPECULE TYPE: peptide 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

Glu lie Leu Leu Pro Asn Aon Tyr Asn Ala Tyr Glu Ser Tyr 
1 3 10 

Pro Gly Me: Phe lie Ala Leu Ser Lys 



15 



\2) INFORMATION FOR SEQ ID NO : 3 : 

' i } SEQUENCE CHARACTERISTICS : 

;A) LENGTH: 26 coni.no aoido 
OS TYPE: amino ac i d 
(C) STRANDEDNESS : s ingle 
CO TOPOLOGY : I i neo 

CI) MOLECULE TYLGE: peptide 

(:<:) SEQUENCE DE5CRI PT I ON : SEQ IP NO 



or HINGE '.'HAkAOTER I ST I' 'G : 
A) LENGTH : /.h -in. lu<, i 

: < y; e : am-; no : .- . • 



• :;; to; a a 
' i i j molecule 1'' 

^ >: .] ) GrlQOENCE 0. 

i C A_!_ C Aa .1 .>C. - 



TP.: f v,pt.i-i<; 

: 1 1 e u Leo Pre A 1. a 



V a I As n A r q L y o A. r g A s n I.j y s L o u 

2 0 



Met Pro 



y oo p v o t 1 ^ c, y 



^0 II 



;m 



SEQUENCE CPA R A C T E P. I S T I C S : 
(A) LENGTH : 10 amino acids 
( B ' TYPE : amino acid 
(CA 3 T RANEE ONES 3 : sirioie 
(E: TOPOLOGY : Linear 

MO L E G U EE 1' Y EE: p e p t 1 d e 

SEQUENCE RESCRIPT I ON: SEQ II 

A sr. Ari Ay. Arc Asr: Eys Ecu 



MA'ORMATION EOR SEQ IE MO:ll: 

;i ;• SEQUENCE CHARACTERISTICS : 

(A: LENGTH: 10 amino acids 
{ B ; TYPE: amino acid 
(C ! STRANDEDNESS : siriql e 
{ n j TOPOLOGY : 1 i near 

;ci;. MOLECULE TYPE: peptiac 

0:i; SEQUENCE DESCRIPTION: SEQ A 

I "i c (Sic G j i : T : y c Ar c L y s Arc T L r 



NO 
Tvr 



: 11 



